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W--> 1 f^EQUENZPROTOKOLL J ^ rt^oo^ 

3 <110> APPLICANT: Degussa AG 

4 National University of Ireland, Galway 

5 Forschungszentrum Julich GmbH 

7 <120> TITLE OF INVENTION: Process for the fermentative Preparation of L-Amino Acids 

with 

8 Ampification of the zwf Gene. 
10 <130> FILE REFERENCE: 990239BT 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/091 , 342 
C--> 13 <141> CURRENT FILING DATE: 2002-03-06 

15 <160> NUMBER OF SEQ ID NOS : 20 

17 <170> SOFTWARE: Patentln Ver . 2.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2811 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Corynebacter ium glutamicum 

24 <220> FEATURE: 

25 <221> NAME/KEY: CDS 

26 <222> LOCATION: ( 373 )..( 2022 ) 

27 <223> OTHER INFORMATION: pgi 

29 <400> SEQUENCE : 1 

30 aaaacccgag gggcgaaaat tccaccctaa cttttttggg atcccctttt tccggggaat 60 
32 taattggttt gggtttcaat gggaaaacgg gaaacaatgg gccaaaggtt caaaaacccc 120 
34 aaaagggggc cgggttcaaa ttcccaaaaa aaatggcaaa aaaggggggg ccaaaaccaa 180 
36 gttggccccc aaaccaccgg ggcaacggcc cacccacaaa ggggttgggt taaaggaagg 240 
38 acgcccaaag taagcccgga atggcccacg ttcgaaaaag caggccccaa ttaaacgcac 300 
40 cttaaatttg tcgtgtttcc cactttgaac actcttcgat gcgcttggcc acaaaagcaa 360 

42 gctaacctga ag atg tta ttt aac gac aat aaa gga gtt ttc atg gcg gac 411 

43 Met Leu Phe Asn Asp Asn Lys Gly Val Phe Met Ala Asp 
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322 <210> SEQ ID NO: 3 

323 <211> LENGTH: 462 

324 <212> TYPE: DNA 

325 <213> ORGANISM: Corynebacter ium glutamicum 

327 <400> SEQUENCE: 3 

328 atggagacca atggcaagtc agtccaccgc gacggctccc ctgtttccac tggcactggc 6 0 

329 gaaatttact ggggtgagcc tggcacaaat ggccagcacg ctttcttcca gctgatccac 120 

330 cagggcactc gccttgttcc agctgatttc attggtttcg ctcgtccaaa gcaggatctt 180 

331 cctgccggtg agcgcaccat gcatgacctt ttgatgagca acttcttcgc acagaccaag 24 0 

332 gttttggctt tcggtaagaa cgctgaagag atcgctgcgg aaggtgtcgc acctgagctg 300 

333 gtcaaccaca aggtcgtgcc aggtaatcgc ccaaccacca ccattttggc ggaggaactt 360 

334 accccttcta ttctcggtgc gttgatcgct ttgtacgaac acaccgtgat ggttcagggc 4 20 

335 gtgatttggg acatcaactc cttcgaccaa tggggcgtgg aa 462 

338 <210> SEQ ID NO: 4 

339 <211> LENGTH: 2160 

340 <212> TYPE: DNA 

341 <213> ORGANISM: Corynebacter ium glutamicum 
34 3 <220> FEATURE: 

344 <221> NAME/KEY: CDS : : - 

345 <222> LOCATION: ( 327 )..( 2063 ) 
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